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SEQUENCE LISTING 




SEQ ID No 1. - HCV Core Protein 

GGTGCTTGCGAGTGCCCCGGGAGGTCTCGTAGACCGTGCACCATGA6CACGAATCCTAAA 3 6 0 

CCACGAACGCTCACGGGGCCCTCCAGAGCATCTGGCACGTGGTA9TCGTGCTTAGGATTT 

S T N P K 6 

cctcaaagaaaaaccaaacgtaacaccaaccgtcgcccacag6acgttaagttcccgggt 42 0 

GGAGTTTCTTTTTGGTTTGCATTGTGGTTGGCAGCGGGTGTCCTGCAATTCAAGGGCCCA 

pqrktkrntnrrp/qdvkfpg26 

ggcgg^cagatcgttggtggagtttacttgttgccgcogaggggccctagattgggtgtg 4 8 0 
ccgccagtctagcaaccacctcaaatgaacaacggc^cgtccccgggatctaacccacac 
ggqivggvyll p/ rrg prlgv 46 

cgcgcgacgaggaagacttccgagcggtcgcaaofctcgaggtagacgtcagcctatcccc 54 0 
gcgcgctgctccttctgaaggctcgccagcgt'togagctccatctgcagtcggatagggg 
ratrktsersc/prgrrqpi p66 

aaggcacgtcggcccaagggcaggaactgg6ctcagcccgg.gtatccttggcccctctat 6 0 0 
ttccgtgcagccgggttcccgtccttgagccgagtcgggcccataggaaccggggagata 

KAR R P KG R N Jw A ' Q P GY P W P L Y 86 

GC*AATGAGGGTTGCGGGTGGGCGGGATGGCTCCTGTCCCCCAGTGGCTCTCGGCCTAGT 6 6 0 
C^GTTACTCCCAACGCCCACCCGCCeTACCGAGGACAGGGGGTCACCGAGAGCCGGATCA 

NEGCGWA/GWLLSPSGSRPS 106 

'GGGGCCCCAACGACCCCCGACGTAGGTCGCGCAATTTGGGTAAGGTCATCGATACCCTT 72 0 
ACCCCGGGGTTGCTGGGGGCTGCATCCAGCGCGTTAAACCCATTCCAGTAGCTATGGGAA 
WGPNDPR/RRSRNLGKVIDTL 126 

ACGTGCGGCTTCGTCGATC7CATGGGGTACATACCGCTCGTCGGCGCCCCTCTTAGAGGC 7 8 0 
TGCACGCCGAAGCAGCTAGAGTACCCCATGTATGGCGAGCAGCCGCGGGGAGAATCTCCG 
TCGFVD/LMGYI PLVGAPLRG 146 

GCTGCCAGGGCCCTGGofccATGGCGTCCGGGTTCTGGAAGACGGTGTGAACTATGCAACA 84 0 
CGACGGTCCCGGGACOGCGTACCGCAGGCCCAAGACCTTCTGCCACACTTGATACGTTGT 
AARAL/AHGVRVLEDGVNYAT 166 

GGTAACCTTCCTGdtTGCTCTTTCTCTATCTTCCTTCTGGCCCTGCTCTCTTGCCTGACT 9 0 0 
CCATTGGAAGGAGCAACGAGAAAGAGATAGAAGGAAGACCGGGACGAGAGAACGGACTGA 
GNLP/GCSFS I FLLALLSCLT 186 



GTGCCCGCTTCAGCCTACCAAGTGCGCAAC 93 0 
CACGGGCGAAGfTCGGATGGTTCACGCGTTG 
VPAjSAYQVRN 196 
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SEQ ID No 2. - HCV Core Protein - Amino acids 125 to 144 

ACCCTTACGTGCGGCTTCGTCGATCTCATGGGGTACATACCGCTCGTCGGCGCCCCTCTT 7 77 
TGGGAATGCACGCCGAAGCAGCTAGAGTACCCCATGTATGGCGAGCAGCCGCGGGGAGAA 

TLTCGFVDLMGYI PLVGAPL 144 



SEQ ID No 3. - HCV Core Protein - Amino acids 161 to 166 

GGTGTGAACTATGCAACA 84 0 
CCACACTTGATACGTTGT 
G V N Y A T 166 

SEQ ID No. 4 - human ADRP - nucleotide sequence 

CGTCTTCGGGACGCGCCCGCTCTTCGCCTTTCGCTGCAGTCCGTCGATTTCTTTCTCCAG 6 0 

GAAGAAAAATGGCATCCGTTGCAGTTGATCCACAACCGAGTGTGGTGACTCGGGTGGTCA 12 0 

ACCTGCCCTTGGTGAGCTCCACGTATGACCTCATGTCCTCAGCCTATCTCAGTACAAAGG 18 0 

ACCAGTATCCCTACCTGAAGTCTGTGTGTGAGATGSCAGAGAACGGTGTGAAGACCATCA 2 4 0 

CCTCCGTGGCCATGACCAGTGCTCTGCCCATCATCCAGAAGCTAGAGCCGCAAATTGCAG 3 00 

TTGCCGATACCTATGCCTGTAAGGGGCTAGACAGGATTGAGGAGAGACTGCCTATTCTGA 3 6 0 

ATCAGCCATCAACTCAGATTGTTGCCAATGCCAAAGGCGCTGTGACTGGGGCAAAAGATG 4 2 0 

CTGTGACGACTACTGTGACTGGGGCCAAGGATTCTGTNGCCAGCACGATCACAGGGGTGA 4 8 0 

TGGAC AAGAC CAAAGGGGCAGTGAC TGGC AGTGTGGAGAAGACC AAGT CTGTGGT C AGTG 54 0 

GCAGCATTAACACAGTCTTGGGGAGTCGGATGATGCAGCTCGTGAGCAGTGGCGTAGAAA 6 0 0 

ATGCACTCACCAAATCAGAGCTGTTGGTAGAACAGTACCTCCCTCTCACTGAGGAAGAAC 6 6 0 

TAGAAAAAGAAGCAAAAAAAGTTGAAGGATTTGATCTGGTTCAGAAGCCAAGTTATTATG 72 0 

TTAGACTGGGATCCCTGTCTACCAAGCTTCACTCCCGTGCCTACCAGCAGGCTCTCAGCA 7 8 0 

GGGTTAAAGAAGCTAAGCAAAAAAGCCAACAGACCATTTCTCAGCTCCATTCTACTGTTC 8 4 0 

ACCTGATTGAATTTGCCAGGAAGAATGTGTATAGTGCCAATCAGAAAATTCAGGATGCTC 9 0 0 

AGGATAAGCTCTACCTCTCATGGGTAGAGTGGAAAAGGAGCATTGGATATGATGATACTG 9 6 0 

ATGAGTCCCACTGTGCTGAGCACATTGAGTCACGTACTCTTGCAATTGCCCGCAACCTGA 10 2 0 

CTCAGCAGCTCCAGACCACGTGCCACACCCTCCTGTCCAACATCCAAGGTGTACCACAGA 108 0 

A CAT C C AAGATCAAGCCAAGCACATGGGGGTGATGGCAGGCGAC ATCT ACT CAGTGTT CC 114 0 

GCAATGCTGCCTCCTTTAAAGAAGTGTCTGACAGCCTCCTCACTTCTAGCAAGGGGCAGC 12 0 0 

TGCAGAAAATGAAGGAATCTTTAGATGACGTGATGGATTATCTTGTTAACAACACGCCCC 12 6 0 

TCAACTGGCTGGTAGGTCCCTTTTATCCTCAGCTGACTGAGTCTCAGAATGCTCAGGACC 13 2 0 



1500 
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1740 
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AAGGTGCAGAGATGGACAAGAGCAGCCAGGAGACCCAGCGATCTGAGCATAAAACTCATT 13 8 0 

AAACCTGCCCCTATCACTAGTGCATGCTGTGGCCAGACAGATGACACCTTTTGTTATGTT 14 4 0 
GAAATTAACTTGCTAGGCAACCCTAAATTGGGAAGCAAGTAGCTAGTATAAAGGCCCTCA 
ATTGTAGTTGTTTCCAGCTGAATTAAGAGCTTTAAAGTTTCTGGCATTAGCAGATGATTT 

C TGTT C AC C TGGT AAG AAAAGAATG AT AGG C TTGT C AG AG C C TAT AG C C AG AAC T C AG AA 
AAAATTCAAATGCACTTATGTTCTCATTCTATGGCCATTGTGTTGCCTCTGTTACTGTTT 
GTATTGAATAAAAACATCTTCATGTGGGCTGGGGTAGAAACTGGTGTCTGCTCTGGTGTG 
ATCTGAAAAGGCGTCTTCACTGCTTTATCTCATGATGCTTGCTTGTAAAACTTGATTTTA 18 0 0 
GTTTTTCATTTCTCAAATAGGAATACTACCTTTGAATTCAATAAAATTCACTGCAGGATA 18 6 0 
G AC C AGTTN AGNAGC AAAC ANNC ANGT AC ACNNAAGANAC 19 0 0 

SEQ ID No. 5 - human ADRP - Amino acid sequence 

MetAlaSerValAlaValAspProGlnProSerValValThrArgVal 16 

ValAsnLeuProLeuValSerSerThrTyrAspLeuMetSerSerAla 3 2 

TyrLeuSerThrLysAspGlnTyrProTyrLeuLysSerValCysGlu 4 8 

MetXaaGluAsnGlyValLysThrlleThrSerValAlaMetThrSer 64 

AlaLeuProIlelleGlnLysLeuGluProGlnlleAlaValAlaAsp 8 0 

ThrTyrAlaCysLysGlyLeuAspArglleGluGluArgLeuProIle 96 

LeuAsnGlnProSerThrGlnlleValAlaAsnAlaLysGlyAlaVal 112 

ThrGlyAlaLysAspAlaValThrThrThrValThrGlyAlaLysAsp 12 8 

SerValAlaSerThrlleThrGlyValMetAspLysThrLysGlyAla 14 4 

ValThrGlySerValGluLysThrLysSerValValSerGlySerlle 16 0 

AsnThrValLeuGlySerArgMetMet'GlnLeuValSerSerGlyVal 17 6 

GluAsnAlaLeuThrLysSerGluLeuLeuValGluGlnTyrLeuPro 192 

LeuThrGluGluGluLeuGluLysGluAlaLysLysValGluGlyPhe 2 0 8 

AspLeuValGlnLysProSerTyrTyrValArgLeuGlySerLeuSer 2 24 
ThrLysLeuHisSerArgAlaTyrGlnGlnAlaLeuSerArgValLys - 24 0 

GluAlaLysGlnLysSerGlnGlnThrlleSerGlnLeuHisSerThr 256 

ValHisLeuIleGluPheAlaArgLysAsnValTyrSerAlaAsnGln 272 

Lys I leGlnAspAlaGlnAspLysLeuTyrLeuSerTrpValGluTrp 2 8 8 

LysArgSerlleGlyTyrAspAspThrAspGluSerHisCysAlaGlu 3 04 

His I leGluSerArgThrLeuAlal leAlaArgAsnLeuThrGlnGln 3 2 0 
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LeuGlnThrThrCysHi sThrLeuLeuSerAsnl leGlnGlyValPro 3 3 6 

GlnAsnlleGlnAspGlnAlaLysHisMetGlyValMetAlaGlyAsp 3 52 

IleTyrSerValPheArgAsnAlaAlaSerPheLysGluValSerAsp 3 68 

SerLeuLeuThrSerSerLysGlyGlnLeuGlnLysMetLysGluSer 3 84 

LeuAspAspValMetAspTyrLeuValAsnAsnThrProLeuAsnTrp 400 

LeuValGlyProPheTyrProGlnLeuThrGluSerGlnAsnAlaGln 416 

AspGlnGlyAlaGluMetAspLysSerSerGlnGluThrGlnArgSer 43 2 

GluHisLysThrHis 437 



4 



